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Gene & protein summary for TCF7L2
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Download the Summary Report
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‘Biologically-Aware’ Search is Driven By High Quality EBlI Databases

By exploiting the links between data resources, we have developed an algorithm that identifies key relationships between biological
concepts, including genes, gene expression profiles, proteins and 3D protein structures, allowing the information to be displayed across
the Central Dogma. The service is driven by Lucene and DAS (distributed annotation service) technologies.
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were applied to optimise usability companies were consulted Itis now easy to search and browse vast What’s next?
e prototyping interface designs Including Institut Curie in Paris, University stores of publicly available biological data and | . . . . .
* 1-to-1 usability testing College London, Stockholm University, CRG related information all from the EBI homepage. We are currently looking to expand the search and summary service to include disease and phenotypes by exploiting the Experimental
e card sorting/ mental models Philips, Pfizer A,straZeneca 8 NovoN o,rdisk ’ Factor Ontology (EFO). We are also exploring the possibility of using BiodJS components to underpin future developments.
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